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Cluster: 0275 dvu; resid: 0.59; r/c: 19/373

x.range

upstream meme PSSM #1; e=1.5

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=27

1 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 11
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DVU2358

DVU2418

DVU2594

DVU2613

DVU2660

livHDVU3250

string
operons −200 −100 −1

hypothetical protein: DVU2284−0.05
hypothetical protein: DVU2613−0.08

Holliday junction DNA helicase RuvA: DVU2256−0.46
hypothetical protein: DVU2594−0.69
hypothetical protein: DVU2660−2.20

ed−chain amino acid ABC ransporter, permease protein: DVU2743−2.61
vanZ−like family protein: DVU2418−2.83

hypothetical protein: DVU2358−3.21
glutamyl−tRNA synthetase: DVU1693−3.67

hypothetical protein: DVU3250−5.54
twitching motility protein PilT: DVU1262−6.88

exodeoxyribonuclease VII, small subunit: DVU1348−10.36
lipoprotein, putative: DVU1339−10.36

transcriptional regulator, Fur family: DVU1340−10.36
cation ABC transporter, permease protein: DVU1341−10.36

ation ABC transporter, ATP−binding protein, putative: DVU1342−10.36
cation ABC transporter, periplasmc−binding protein: DVU1343−10.36

prolyl−tRNA synthetase: DVU1345−10.36
1−deoxy−D−xylulose−5−phosphate synthase: DVU1350−10.36

log10(P) upstream meme1 2 log10(P.clust)=−5.85; 19 seqs; 13 uniq
c(0.5, 2.5)
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