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Cluster: 0266 dvu; resid: 0.51; r/c: 25/364

x.range

upstream meme PSSM #1; e=71

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=540

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9
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DVU0694DVU0693

DVU0692
atpE

DVU0912

DVU1264

rnhB

hup−3

DVU0919

DVU1794

DVU2697DVU2696

DVU1109
DVU1902DVU2033

DVU1121

DVU1235

DVU1296
DVU1751

adk

DVU2002

DVU2102

DVU3276

DVUA0098

cas1

string
operons −200 −100 −1

CRISPR−associated protein Cas1: DVUA0134−0.06
ferredoxin I: DVU3276−0.11

hypothetical protein: DVU1296−0.15
ribonuclease HII: DVU0834−0.21

ATP synthase F0, C subunit: DVU0917−0.26
hypothetical protein: DVU0919−0.26

outer membrane protein, OMP85 family: DVU2102−0.45
dehydrogenase, putative: DVUA0098−0.53

hypothetical protein: DVU2033−0.66
hypothetical protein: DVU2696−0.67
hypothetical protein: DVU2697−0.67
hypothetical protein: DVU1794−1.02

DNA−binding protein HU: DVU1795−1.02
hypothetical protein: DVU0912−1.49

erin oxidoreductase, transmembrane subunit, putative: DVU0692−1.71
ctase, iron−sulfur cluster−binding subunit, putative: DVU0693−1.71

doreductase, molybdopterin−binding subunit, putative: DVU0694−1.71
transglycosylase SLT domain protein: DVU1264−1.77

hypothetical protein: DVU1235−1.86
hypothetical protein: DVU1902−2.55
hypothetical protein: DVU2002−5.83

ATPase domain protein: DVU1109−6.96
adenylate kinase: DVU1932−7.67

hypothetical protein: DVU1121−8.04
hypothetical protein: DVU1751−10.59

log10(P) upstream meme1 2 log10(P.clust)=−2.32; 25 seqs; 20 uniq
c(0.5, 2.5)

11
 M

ar
 0

2 
17

:3
7:

51
 it

er
=

16
99

cM
on

ke
y 

V
er

si
on

 4
.8

.2
 d

vu


