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Cluster: 0265 dvu; resid: 0.51; r/c: 18/368

x.range

upstream meme PSSM #1; e=130
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upstream meme PSSM #2; e=4e+04
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sucCD

DVU2069

dctM

DVU2070

DVU1727DVU1726

DVU2071

DVU2878DVU2877

DVU2875

DVU1527

DVU1697

DVU2064
DVU2273

DVU2593

DVU2737

umuD

DVUA0127
string
operons −200 −100 −1

umuD protein: DVU2907−0.61

TRAP transporter, DctM subunit: DVU0705−1.11

oxidoreductase, 2−nitropropane dioxygenase family: DVU2064−1.24

hypothetical protein: DVU2593−1.28

hypothetical protein: DVU2071−1.40

hypothetical protein: DVU2877−1.56

adenine specific DNA methyltransferase, putative: DVU2878−1.56

RNA methyltransferase, TrmH family: DVU2737−1.63

hypothetical protein: DVU1726−1.83

hypothetical protein: DVU1727−1.83

DNA processing protein DprA, putative: DVU2069−1.84

TPR domain protein: DVU2070−1.84

hypothetical protein: DVUA0127−2.18

succinyl−CoA synthase, beta/alpha subunits: DVU2137−2.36

site−specific recombinase, phage integrase family: DVU1527−2.88

hypothetical protein: DVU1697−3.02

DNA−binding domain, excisionase family: DVU2875−3.03

hypothetical protein: DVU2273−4.29

log10(P) upstream meme1 2 log10(P.clust)=−1.97; 18 seqs; 15 uniq
c(0.5, 2.5)
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