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Cluster: 0263 dvu; resid: 0.49; r/c: 23/362

x.range

upstream meme PSSM #1; e=1.6e−07
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x.range
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upstream meme PSSM #2; e=0.036
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DVU2183
DVU2182

DVU2452

DVU2451

DVU0030

DVU1564

DVU2745

DVU0369

DVU0560

DVU0618

DVU1257

DVU1561

DVU1690

DVU1705

DVU2000

DVU2007

DVU2096

DVU2106

DVU2198

DVU2651

DVU2718

DVU2778

DVUA0028

string
operons −200 −100 −1

hypothetical protein: DVU2096−0.22
hypothetical protein: DVU2651−0.69

sigma−54 dependent transcriptional regulator: DVU2106−0.86
RNA−binding protein: DVU1257−1.22

hypothetical protein: DVU2198−1.55
hypothetical protein: DVU2718−1.86

transcriptional regulator, GntR family: DVU0030−1.88
hypothetical protein: DVU2745−2.18
hypothetical protein: DVU2778−2.45

transcriptional regulator, TetR family: DVU1690−2.62
hypothetical protein: DVU0618−2.66
hypothetical protein: DVU2000−3.02

type I restriction−modification enzyme, S subunit: DVU1705−3.22
nuclease, putative: DVU2007−4.33

hypothetical protein: DVUA0028−4.51
hypothetical protein: DVU0560−4.89
hypothetical protein: DVU1564−4.94
hypothetical protein: DVU2182−5.14
hypothetical protein: DVU2183−5.14

molybdenum−binding protein, HTH domain: DVU1561−6.12
hypothetical protein: DVU0369−6.47
hypothetical protein: DVU2452−9.10

L−lactate permease family protein: DVU2451−9.10
log10(P) upstream meme1 2 log10(P.clust)=−3.66; 23 seqs; 22 uniq

c(0.5, 2.5)
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