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Cluster: 0261 dvu; resid: 0.53; r/c: 27/365

x.range

upstream meme PSSM #1; e=1.4e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.2e+04
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DVU1768
DVU1767

thiHDVU1764
DVU1766

DVU3202
DVU2772

def

gid

DVU0164

DVU0026

DVU1763

DVU2277

DVU0272

DVU0329

DVU0436

DVU1071

DVU1667

DVU1802

DVU1856

DVU1956

DVU2268

DVU2301DVU2311

DVU2466

DVU2760

DVU2909

string
operons −200 −100 −1

polypeptide deformylase: DVU3366−0.19
hypothetical protein: DVU1071−0.21

transcriptional regulator, MarR family: DVU2909−0.56
hypothetical protein: DVU1856−0.62
hypothetical protein: DVU0329−0.63

hydrolase, TatD family: DVU3202−0.66
FtsK/SpoIIIE family protein: DVU1667−0.71

hypothetical protein: DVU1802−0.79
hypothetical protein: DVU0272−0.87
hypothetical protein: DVU2772−0.91
hypothetical protein: DVU0026−1.01
hypothetical protein: DVU2268−1.09

transcriptional regulator, TetR family: DVU0436−1.24
hypothetical protein: DVU2311−1.25

flocculin repeat domain: DVU2466−1.30
hypothetical protein: DVU2277−1.32

cation efflux family protein: DVU0164−1.38
tRNA (uracil−5−)−methyltransferase Gid: DVU2350−1.85

heptosyltransferase family protein: DVU1956−1.89
hypothetical protein: DVU2760−1.89
lipoprotein, putative: DVU2301−2.72
hypothetical protein: DVU1763−10.87
hypothetical protein: DVU1764−11.12

thiamine biosynthesis protein ThiH: DVU1765−11.12
aspartate ammonia−lyase: DVU1766−11.12

biotin synthase: DVU1767−11.12
GTP−binding protein: DVU1768−11.12

log10(P) upstream meme1 2 log10(P.clust)=−3.32; 27 seqs; 23 uniq
c(0.5, 2.5)
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