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Cluster: 0260 dvu; resid: 0.59; r/c: 17/366

x.range

upstream meme PSSM #1; e=0.16
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y.
ra

ng
e

upstream meme PSSM #2; e=0.71

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU1262

DVU1261

DVU0739

DVU0737

DVU2587

DVU0738

DVU2314 DVU0011

DVU0685

DVU0765

DVU0804

rluD/coaE

DVU1804

DVU2393

DVU2419

DVU2784

DVU2950 string
operons −200 −100 −1

DVU2950NA

ubunit pseudouridine synthase D/dephospho−CoA kinase: DVU1024−0.36

sensor histidine kinase: DVU2587−0.48

hydroxypyruvate reductase, putative: DVU0765−0.61

glycosyl transferase, group 1 family protein: DVU1804−0.83

hypothetical protein: DVU2419−1.45

hypothetical protein: DVU2314−1.70

hypothetical protein: DVU2393−2.23

dehydrogenase, FMN−dependent family: DVU2784−2.69

pendent transcriptional regulator/response regulator: DVU0804−2.92

phosphomannomutase: DVU0685−7.08

TRAP transporter solute receptor DctP: DVU0011−7.24

twitching motility protein PilT: DVU1262−8.05

hypothetical protein: DVU1261−8.05

sensory box histidine kinase: DVU0737−12.25

substrate−binding protein, putative: DVU0738−12.25

conserved hypothetical protein TIGR00296: DVU0739−12.25

log10(P) upstream meme1 2 log10(P.clust)=−5.03; 17 seqs; 15 uniq
c(0.5, 2.5)
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