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Cluster: 0254 dvu; resid: 0.56; r/c: 29/364

x.range

upstream meme PSSM #1; e=240
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upstream meme PSSM #2; e=1.2e+04
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●DVU1429

priA DVU3378

DVU3376

DVU3123

DVU0491

cobTDVU1055

bioF

DVU2561

DVU2642

DVU2641

DVU1395
DVU1394

glnN
lysA−2

DVU0182

DVU0574
gpt

DVU1390

DVU1477

ppiB−2

DVU2188

DVU2382

DVU2434

DVU2971

DVU3118 DVU3219

DVU3341

string
operons −200 −100 −1

peptidyl−prolyl cis−trans isomerase B: DVU1873−0.22
8−amino−7−oxononanoate synthase: DVU2564−0.25

glutamine synthetase, type III: DVU1258−0.29
lipoprotein, putative: DVU2641−0.33
hypothetical protein: DVU1390−0.42
HD domain protein: DVU3123−0.42

translation−associated GTPase: DVU1429−0.43
ide−−dimethylbenzimidazole phosphoribosyltransferase: DVU3279−0.44

sulfatase family protein: DVU3376−0.58
hypothetical protein: DVU2434−0.69

xanthine−guanine phosphoribosyltransferase: DVU1066−0.76
hypothetical protein: DVU1477−0.77
hypothetical protein: DVU3341−1.36
YbaK/EbsC protein: DVU3378−1.45
hypothetical protein: DVU2382−1.58
hypothetical protein: DVU0574−1.88

primase, putative: DVU2188−1.92
diaminopimelate decarboxylase: DVU2566−2.20

heptosyltransferase family protein: DVU1055−3.16
glycosyl transferase, family 8: DVU2971−3.19

hypothetical protein: DVU1394−3.39
C4−type zinc finger protein, DksA/TraR family: DVU1395−3.39

alanyl−tRNA synthetase family protein, putative: DVU2642−3.47
hypothetical protein: DVU3219−4.17

radical SAM domain protein: DVU0182−4.27
hypothetical protein: DVU3118−4.38

primosomal protein n': DVU1284−4.49
eductase, short chain dehydrogenase/reductase family: DVU2561−5.59

HDIG domain protein: DVU0491−7.75
log10(P) upstream meme1 2 log10(P.clust)=−2.18; 29 seqs; 28 uniq

c(0.5, 2.5)
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