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Cluster: 0251 dvu; resid: 0.56; r/c: 24/359

x.range

upstream meme PSSM #1; e=430

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.7e+04

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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ccmB

ccmC

DVU0076
DVU0075

DVU1049

DVU3056

DVU3055

ugd

DVU1658

DVU1045

DVU2887

DVU2886

DVU0341

DVU1911

argH

fliA

lpxD

DVU1070

DVU3272

DVU1286

DVU0293

DVU1842

DVU2580DVU3163

string
operons −200 −100 −1

hain amino acid ABC transporter, ATP−binding protein: DVU1070−0.13
aminotransferase, DegT/DnrJ/EryC1/StrS family: DVU0075−0.17

glycosyl transferase, group 2 family protein: DVU0076−0.17
ABC transporter, ATP−binding protein: DVU1049−0.20

hypothetical protein: DVU1045−0.20
cytochrome c−type biogenesis protein CcmC: DVU1047−0.20
cytochrome c−type biogenesis protein CcmB: DVU1048−0.20

3−deoxy−manno−octulosonate cytidylyltransferase: DVU0341−0.22
reductase, transmembrane subunit, putative: DVU1286−0.30

TPR domain protein: DVU3272−0.33
NA polymerase sigma factor for flagellar operon FliA: DVU3229−0.38

putative translaldolase: DVU1658−0.52
argininosuccinate lyase: DVU1094−0.72

aryotic dksA/traR C4−type zinc finger family protein: DVU0293−0.73
ABC transporter, permease protein: DVU3163−1.25

lipoprotein, putative: DVU1842−1.96
UDP−glucose 6−dehydrogenase: DVU1907−3.48

CBS domain protein: DVU1911−3.84
(R−3−hydroxymyristoyl)−glucosamine N−acyltransferase: DVU2369−4.00

response regulator: DVU2580−4.10
transcriptional regulator, AraC family: DVU2886−4.13

hypothetical protein: DVU2887−5.03
ribonuclease, Rne/Rng family: DVU3055−9.60

hypothetical protein: DVU3056−9.60
log10(P) upstream meme1 2 log10(P.clust)=−2.14; 24 seqs; 19 uniq

c(0.5, 2.5)
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