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Cluster: 0247 dvu; resid: 0.49; r/c: 28/364

x.range

upstream meme PSSM #1; e=0.0066

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=350

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU0101

DVU0100

DVU0103
DVU0593

DVU0130

DVU0791

ilvB−1

DVU2849
DVU2730

DVU0588

DVU0534

DVU0533

DVU0026

DVU0094

DVU0233

DVU0446DVU2687

DVU2999

DVU3244

DVU3372

DVU0049

DVU0678

DVU2090

DVU2570

DVU2829

zraP

DVUA0036
DVUA0089

string
operons −200 −100 −1

hypothetical protein: DVU33720.00
acetolactate synthase catalytic subunit: DVU03600.00

TPR domain protein: DVUA00360.00
OmpA family protein: DVU0049−0.00
hypothetical protein: DVU2829−0.00

methionyl−tRNA formyltransferase, putative: DVU2999−0.01
tail fiber protein, putative: DVU2730−0.03

ation ABC transporter, ATP−binding protein, putative: DVU0103−0.04
tail fiber protein, putative: DVU2849−0.05

hypothetical protein: DVU0678−0.07
hypothetical protein: DVU3244−0.08

methlytransferase, UbiE/COQ5 family: DVU0101−0.09
hmc operon protein 4: DVU0533−0.15
hmc operon protein 3: DVU0534−0.15

hypothetical protein: DVU0233−0.22
steine methyltransferase, DNA−binding domain protein: DVU0791−0.82

hypothetical protein: DVU0026−0.83
formate dehydrogenase, beta subunit, putative: DVU0588−1.57

zinc resistance−associated protein: DVU3384−1.80
phosphoglycolate phosphatase, putative: DVU0130−2.61

GGDEF domain/HAMP domain protein: DVU2570−4.46
hypothetical protein: DVUA0089−4.84

sodium/solute symporter family protein: DVU0446−5.71
L−lysine exporter, putative: DVU0593−6.26
TonB−dependent receptor: DVU0100−6.63

methyl−accepting chemotaxis protein: DVU0094−8.37
hypothetical protein: DVU2687−8.96

EF hand domain protein: DVU2090−9.94
log10(P) upstream meme1 2 log10(P.clust)=−2.28; 28 seqs; 27 uniq

c(0.5, 2.5)
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