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Cluster: 0241 dvu; resid: 0.40; r/c: 19/369

x.range

upstream meme PSSM #1; e=1.1

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=27

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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DVU1814DVU1811

DVU2585

DVU0170dcrH

DVU0822DVU0821

DVU1813

DVU0174
DVU0729

DVU0820

pppA

DVU1774

DVU2304

DVU2345

DVU2615

DVU2676

DVU2833

DVUA0025

string
operons −200 −100 −1

protoheme IX farnesyltransferase, putative: DVU1811−0.27
hypothetical protein: DVU1813−0.27

cytochrome c oxidase, subunit III, putative: DVU1814−0.27
methyl−accepting chemotaxis protein: DVU2585−0.40

hypothetical protein: DVU0174−0.61
hypothetical protein: DVU2345−1.42

erial extracellular solute−binding protein, family 3: DVU2615−1.66
hypothetical protein: DVU2676−1.79

response regulator receiver domain protein: DVUA0025−1.84
methyl−accepting chemotaxis protein DcrH: DVU3155−2.36

hypothetical protein: DVU0729−2.53
hypothetical protein: DVU2304−3.89
hypothetical protein: DVU0820−5.70

type IV prepilin−like proteins leader peptidase: DVU1263−6.48
methyl−accepting chemotaxis protein: DVU0170−6.63

hypothetical protein: DVU0821−6.92
hypothetical protein: DVU0822−6.92
hypothetical protein: DVU1774−7.00
hypothetical protein: DVU2833−7.48

log10(P) upstream meme1 2 log10(P.clust)=−3.39; 19 seqs; 16 uniq
c(0.5, 2.5)
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