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Cluster: 0239 dvu; resid: 0.56; r/c: 24/368

x.range

upstream meme PSSM #1; e=0.0081

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=720

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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phoU

DVU0013

DVU1975

DVU2708
DVU2707

DVU2728
DVU2716

DVU1751
DVU1749

DVU0287

DVU1108

DVU1474

DVU1512

DVU1700

DVU1701

DVU2184

DVU1110

DVU1476

DVU1481

DVU1659

DVU1734

DVU2606

DVU2841

DVU3340

string
operons −200 −100 −1

nuclease domain protein: DVU1481−0.07
metallo−beta−lactamase family protein: DVU1700−0.08

phosphate transport system protein PhoU: DVU1085−0.08
hypothetical protein: DVU3340−0.11
hypothetical protein: DVU1749−0.18
hypothetical protein: DVU2606−0.26
hypothetical protein: DVU0287−0.39
hypothetical protein: DVU1659−0.44

methyl−accepting chemotaxis protein: DVU1975−0.51
hypothetical protein: DVU1512−0.80
hypothetical protein: DVU1110−0.81

DNA−binding domain, excisionase family: DVU2184−0.88
hypothetical protein: DVU1751−1.08

sensory box histidine kinase: DVU0013−2.69
virion morphogenesis protein: DVU2707−3.26
virion morphogenesis protein: DVU2708−3.26

hypothetical protein: DVU1476−3.39
type II restriction endonuclease, putative: DVU2841−5.17

hypothetical protein: DVU1474−5.20
hypothetical protein: DVU1734−6.12
hypothetical protein: DVU1108−8.91
tail protein, putative: DVU2728−9.72

tail sheath protein, putative: DVU2716−9.94
hypothetical protein: DVU1701−11.17

log10(P) upstream meme1 2 log10(P.clust)=−3.11; 24 seqs; 23 uniq
c(0.5, 2.5)
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