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Cluster: 0238 dvu; resid: 0.57; r/c: 24/365

x.range

upstream meme PSSM #1; e=120

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=560

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU0011DVU0010

dgkA
DVU3376

mutM

mviN−2
DVU0437

DVU0435

DVU0457DVU1216

DVU2081

DVU2321

DVU2610

DVU0171

DVU0188

DVU0406

DVU0568

DVU1253

DVU1421

thiH

DVU2242

DVU2629

DVU2918

DVU3394

string
operons −200 −100 −1

hypothetical protein: DVU0188−0.09
hypothetical protein: DVU1216−0.17
hypothetical protein: DVU1421−0.36
hypothetical protein: DVU2610−0.47
hypothetical protein: DVU2918−1.06

thiamine biosynthesis protein ThiH: DVU2093−1.11
integral membrane protein MviN: DVU3063−1.12

formamidopyrimidine−DNA glycosylase: DVU3256−1.32
hypothetical protein: DVU0435−1.32
hypothetical protein: DVU0406−1.46
hypothetical protein: DVU2321−1.61
hypothetical protein: DVU2629−1.79
hypothetical protein: DVU3394−1.90

efflux transporter, RND family, MFP subunit: DVU0437−1.96
TRAP transporter solute receptor DctP: DVU0011−1.98

TRAP transporter, DctQ subunit: DVU0010−1.98
hypothetical protein: DVU2081−4.70

tRNA 2−selenouridine synthase: DVU0568−5.88
hypothetical protein: DVU1253−6.51

sulfatase family protein: DVU3376−6.91
diacylglycerol kinase: DVU3377−6.91
EAL domain protein: DVU0457−7.42

asparaginase family protein: DVU2242−8.70
hemolysin−related protein: DVU0171−9.52

log10(P) upstream meme1 2 log10(P.clust)=−3.18; 24 seqs; 22 uniq
c(0.5, 2.5)
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