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Cluster: 0235 dvu; resid: 0.49; r/c: 25/373

x.range

upstream meme PSSM #1; e=400

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.4e+04
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rpsG
rpsL

DVU2299

DVU2298

nusA

infB

fusA−1

prfA

DVU2913

pnp
DVU0507

rho

DVU0810

gatCargS

DVU1247

infA−2

DVU3310

DVU3308

DVU3206

purQ

ubiX

prfC

DVU0753
DVU0399

string
operons −200 −100 −1

hypothetical protein: DVU0399−0.28
phosphoribosylformylglycinamidine synthase I: DVU1622−0.77

3−octaprenyl−4−hydroxybenzoate carboxy−lyase: DVU3307−0.80
metallo−beta−lactamase family protein: DVU3308−0.80

ATP−dependent RNA helicase, DEAD/DEAH family: DVU3310−0.80
/betaine/L−proline ABC transporter, permease protein: DVU2298−0.82
taine/L−proline ABC transporter, ATP binding protein: DVU2299−0.82

30S ribosomal protein S12: DVU1298−0.97
30S ribosomal protein S7: DVU1299−0.97

elongation factor G: DVU1300−0.97
peptide chain release factor 3: DVU3116−1.25

minoimidazolecarboxamide formyltransferase, putative: DVU3206−1.32
translation initiation factor IF−1: DVU2216−1.47

polynucleotide phosphorylase/polyadenylase: DVU0503−1.52
hypothetical protein: DVU0507−1.52

translation initiation factor IF−2: DVU0508−1.52
transcription elongation factor NusA: DVU0510−1.52

lipoprotein, putative: DVU2913−1.77
peptide chain release factor 1: DVU2914−1.77

glutamyl−tRNA(Gln) amidotransferase, C subunit: DVU0809−1.83
hypothetical protein: DVU0810−1.83

amino acid ABC transporter, ATP−binding protein: DVU0753−2.26
transcription termination factor Rho: DVU1571−2.29

hypothetical protein: DVU1247−2.54
arginyl−tRNA synthetase: DVU1248−2.54

log10(P) upstream meme1 2 log10(P.clust)=−1.40; 25 seqs; 14 uniq
c(0.5, 2.5)
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