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Cluster: 0232 dvu; resid: 0.49; r/c: 22/368

x.range

upstream meme PSSM #1; e=0.04

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.5

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU0838

rimM
DVU1374

DVU1372

divIVA

ilvC

DVU0942
DVU1392

DVU0302

ilvN−2

DVU1834

DVU1367

DVU0987
DVU0986

DVU0936

DVU1375

DVU1190
DVU2532

DVU2965

DVU1093

DVU1612

hup−4

string
operons −200 −100 −1

NLP/P60 family protein: DVU1392−0.02
ACT domain protein: DVU1612−0.19

sensory box/GGDEF domain/EAL domain protein: DVU1190−0.19
chemotaxis protein CheX, putative: DVU0302−0.28

DNA−binding protein HU: DVU3187−0.29
hypothetical protein: DVU2965−0.30

transcriptional regulator, Fur family: DVU0942−0.47
hypothetical protein: DVU0986−2.86
hypothetical protein: DVU0936−3.03

heavy metal−binding domain protein: DVU0987−3.45
pyruvate carboxylase: DVU1834−4.56

transcriptional regulator, MerR family: DVU2532−5.89
16S rRNA processing protein RimM: DVU0837−6.03

hypothetical protein: DVU0838−6.03
HAD−superfamily hydrolase, subfamily IA, variant 3: DVU1093−6.58

hypothetical protein: DVU1372−15.17
cell−division initiation protein DivIVA: DVU1373−15.17

hypothetical protein: DVU1374−15.17
hypothetical protein: DVU1375−15.17

acetolactate synthase, small subunit: DVU1377−15.17
ketol−acid reductoisomerase: DVU1378−15.17

twin−arginine translocation protein, TatA/E family: DVU1367−15.17
log10(P) upstream meme1 2 log10(P.clust)=−6.65; 22 seqs; 16 uniq

c(0.5, 2.5)
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