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Cluster: 0228 dvu; resid: 0.51; r/c: 24/363

x.range

upstream meme PSSM #1; e=100
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DVU2259ruvB

thyX rrmJ

lysS

nadCtopA

glpX

DVU1660

mutY

DVU1942

ftsY

hisG

DVU3053

DVU2113

DVU0671

DVU1061

DVU1176
DVU1223

DVU1394

aroK

DVU1225

DVU1236

DVU3090

string
operons −200 −100 −1

hypothetical protein: DVU1176−0.00
amino acid ABC transporter, ATP−binding protein: DVU1236−0.07

nicotinate−nucleotide pyrophosphorylase: DVU1807−0.12
hypothetical protein: DVU2259−0.12

ribosomal RNA large subunit methyltransferase J: DVU2260−0.12
DAK2 domain/degV family protein: DVU1942−0.13

hypothetical protein: DVU1223−0.14
A/G−specific adenine glycosylase: DVU0282−0.35

fructose 1,6−bisphosphatase II: DVU1539−0.48
undecaprenol kinase, putative: DVU1660−0.63

DNA topoisomerase I: DVU3389−1.02
outer membrane protein, OMPP1/FadL/TodX family: DVU3090−1.09

glycosyl transferase, group 1 family protein: DVU1061−1.12
hypothetical protein: DVU1394−1.26
hypothetical protein: DVU3053−1.43

ATP phosphoribosyltransferase: DVU0114−1.44
hypothetical protein: DVU1225−1.91

FAD−dependent thymidylate synthase: DVU2254−3.86
Holliday junction DNA helicase B: DVU2255−3.86

shikimate kinase: DVU2521−3.90
lysyl−tRNA synthetase: DVU2376−4.06

xanthine/uracil permease family protein: DVU2113−4.88
hypothetical protein: DVU0671−4.93

signal recognition particle−docking protein FtsY: DVU3059−5.17
log10(P) upstream meme1 2 log10(P.clust)=−1.75; 24 seqs; 22 uniq

c(0.5, 2.5)
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