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Cluster: 0227 dvu; resid: 0.46; r/c: 22/365

x.range

upstream meme PSSM #1; e=4.1e+03
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upstream meme PSSM #2; e=8.3e+03
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dnaG

rpoD

def

fmt

DVU0865DVU0864

radC

DVU1191dnaJ

hslU

secA

pyrK

hemB
DVU1432

DVU2488
DVU2487

DVU0525

DVU0759

DVU1267

DVU1855

thiM

DVU2554

string
operons −200 −100 −1

ATP−dependent protease ATP−binding subunit: DVU1467−0.92
polypeptide deformylase: DVU3366−0.94

methionyl−tRNA formyltransferase: DVU3365−0.94
ydroorotate dehydrogenase, electron transfer subunit: DVU3315−1.18

hydroxyethylthiazole kinase: DVU2363−1.27
peptidase, M29 family: DVU0759−1.30

preprotein translocase subunit SecA: DVU0825−1.35
transcriptional regulator, MarR family: DVU0525−1.56

delta−aminolevulinic acid dehydratase: DVU0856−1.88
RNA polymerase sigma−70 factor: DVU1788−1.93

DNA primase: DVU1789−1.93
ATP−dependent protease La, putative: DVU1191−2.17

DNA repair protein RadC: DVU1193−2.17
integrase, truncation: DVU1855−2.52

glycoprotease family protein, putative: DVU0864−2.83
membrane−associated zinc metalloprotease, putative: DVU0865−2.83

radical SAM domain protein: DVU1432−2.88
hypothetical protein: DVU2554−3.08

dnaJ protein: DVU3243−3.70
hypothetical protein: DVU2487−4.06
hypothetical protein: DVU2488−4.72
hypothetical protein: DVU1267−6.00

log10(P) upstream meme1 2 log10(P.clust)=−2.37; 22 seqs; 18 uniq
c(0.5, 2.5)
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