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Cluster: 0226 dvu; resid: 0.53; r/c: 29/366

x.range

upstream meme PSSM #1; e=2
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x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.8e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

●●

●

●

●

●

●

●

●
●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

rpoZndk
greA

DVU0832

DVU1578

hslV

DVU3358

DVU2941

suhB
dxr

DVU2785

DVU2662
DVU1985

DVU1645

DVU1644

DVU0575
DVU0574

DVU1381

DVU1380
DVU1382

DVU3357

DVU1567

DVU1745

DVU1975

DVU0359

DVU0389

DVU0854

DVU1943
DVU2621

string
operons −200 −100 −1

hypothetical protein: DVU0575−0.03
DNA−directed RNA polymerase, omega subunit: DVU3242−0.04

hypothetical protein: DVU1380−0.08
hypothetical protein: DVU1381−0.08

HesB family selenoprotein: DVU1382−0.08
1−deoxy−D−xylulose 5−phosphate reductoisomerase: DVU0866−0.20

HesB−like domain: DVU0359−0.38
methyl−accepting chemotaxis protein: DVU1975−0.43

hypothetical protein: DVU1985−0.57
ParA family protein: DVU3358−0.58

rter, permease protein, His/Glu/Gln/Arg/opine family: DVU0389−0.60
hypothetical protein: DVU2621−0.68
hypothetical protein: DVU3357−0.71
hypothetical protein: DVU1943−0.85

NirD protein, putative: DVU0854−1.36
inositol−1−monophosphatase: DVU1680−1.91

transcriptional regulator, GntR family: DVU2785−2.60
hypothetical protein: DVU0574−2.65
hypothetical protein: DVU2941−2.90

transcription elongation factor GreA: DVU3245−2.98
nucleoside diphosphate kinase: DVU2333−3.30

hypothetical protein: DVU1567−3.33
tetrapyrrole methylase family protein: DVU0832−3.33

ATP−dependent protease peptidase subunit: DVU1577−3.39
TPR domain protein: DVU1578−3.39
permease, putative: DVU1644−4.02

transcriptional regulator, ArsR family: DVU1645−4.02
DNA−binding protein: DVU1745−5.23

hypothetical protein: DVU2662−5.35
log10(P) upstream meme1 2 log10(P.clust)=−1.90; 29 seqs; 25 uniq

c(0.5, 2.5)
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