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Cluster: 0225 dvu; resid: 0.58; r/c: 25/359

x.range

upstream meme PSSM #1; e=1.5e+03
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upstream meme PSSM #2; e=2.6e+04
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acetoacetyl−CoA synthase: DVU2969−0.17
hypothetical protein: DVU0641−0.26
hypothetical protein: DVU0178−0.30
hypothetical protein: DVU0798−0.33
hypothetical protein: DVU0800−0.45
hypothetical protein: DVU2826−0.58

phosphoadenosine phosphosulfate reductase, putative: DVU1566−0.67
transcriptional regulator, LysR family: DVU1402−0.71

hypothetical protein: DVU2746−0.78
hypothetical protein: DVU0228−0.81
hypothetical protein: DVU1388−0.81
hypothetical protein: DVU3288−0.84

HDIG domain protein: DVU2058−1.11
glycosyl transferase, group 2 family protein: DVU2059−1.11

hypothetical protein: DVU0962−1.18
alanine racemase: DVU0955−1.27

rmate dehydrogenase formation protein FdhE, putative: DVU2810−1.47
sensory box histidine kinase: DVU1418−1.57

thiamine−phosphate pyrophosphorylase: DVU2091−1.59
hypothetical protein: DVU2625−2.54
hypothetical protein: DVU1507−2.99
hypothetical protein: DVU0537−3.52
hypothetical protein: DVU2528−3.69

sensor histidine kinase: DVU2587−5.69
hypothetical protein: DVU1016−7.00

log10(P) upstream meme1 2 log10(P.clust)=−1.66; 25 seqs; 24 uniq
c(0.5, 2.5)
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