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Cluster: 0224 dvu; resid: 0.60; r/c: 16/366

x.range

upstream meme PSSM #1; e=6.3e+03
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upstream meme PSSM #2; e=1e+04
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DVU1222

DVU1221

DVU1994

DVU1992

DVU2221

DVU2219

DVU1031

DVU1226

DVU1711

DVU1988

lgt

DVU1229

DVU2411
DVU2527

DVU3098

DVU3141

string −200 −100 −1
hypothetical protein: DVU3098−0.02

prolipoprotein diacylglyceryl transferase: DVU0015−0.10

lipoprotein, putative: DVU3141−0.33

hypothetical protein: DVU1711−0.45

hypothetical protein: DVU1988−0.64

EF hand domain protein: DVU2411−0.65

hypothetical protein: DVU1226−0.95

hypothetical protein: DVU1031−1.05

hypothetical protein: DVU1222−1.08

hypothetical protein: DVU2221−1.81

hypothetical protein: DVU2219−2.07

hypothetical protein: DVU1994−2.16

antibiotic acetyltransferase: DVU1992−2.38

hypothetical protein: DVU1221−2.39

transcriptional regulator, putative: DVU2527−4.67

hypothetical protein: DVU1229−5.80

log10(P) upstream meme1 2 log10(P.clust)=−1.66; 16 seqs; 16 uniq
c(0.5, 2.5)
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