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Cluster: 0220 dvu; resid: 0.46; r/c: 23/367

x.range

upstream meme PSSM #1; e=110

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17

x.range

y.
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ng
e

upstream meme PSSM #2; e=600

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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string
operons −200 −100 −1

DVU2001NA
IMP cyclohydrolase, putative: DVU3235−3.02

polyA polymerase family protein: DVU1653−4.04
in/flavodoxin oxidoreductase, beta subunit, putative: DVU3348−5.59

2−ketoisovalerate ferredoxin reductase: DVU3349−5.59
iron−sulfur cluster−binding protein: DVU3350−5.59

 ferredoxin/flavodoxin oxidoreductase family protein: DVU3347−5.59
hypothetical protein: DVU3024−7.32

pyruvate−ferredoxin oxidoreductase: DVU3025−7.32
L−lactate permease family protein: DVU3026−7.32

glycolate oxidase, subunit GlcD: DVU3027−7.32
iron−sulfur cluster−binding protein: DVU3028−7.32

phosphate acetyltransferase: DVU3029−7.32
acetate kinase: DVU3030−7.32

hypothetical protein: DVU3031−7.32
hypothetical protein: DVU3032−7.32

iron−sulfur cluster−binding protein: DVU3033−7.32
aspartate kinase, monofunctional class: DVU1913−7.33

argininosuccinate lyase: DVU1094−7.76
argininosuccinate synthase: DVU1095−7.76

branched−chain amino acid aminotransferase: DVU3197−7.82
conserved hypothetical protein TIGR00103: DVU3199−7.82

recombination protein RecR: DVU3200−7.82
log10(P) upstream meme1 2 log10(P.clust)=−6.77; 23 seqs; 8 uniq

c(0.5, 2.5)
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