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Cluster: 0219 dvu; resid: 0.49; r/c: 23/367

x.range

upstream meme PSSM #1; e=0.12

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.67

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU2067DVU2066

DVU0782

DVU0781

DVU0783

DVU1965
DVU1964

DVU2653
DVU2652

DVU2651

DVU1082

rimI

DVU2265

DVU2648
DVU3146

DVU0695

DVU1393

DVU1859

DVU1966

DVU2017

lpxC
DVU2919

DVU3138

string
operons −200 −100 −1

site−specific recombinase, phage integrase family: DVU2066−0.09
GGDEF domain protein: DVU2067−0.09

hypothetical protein: DVU0695−0.26
hypothetical protein: DVU3138−0.38

ribosomal−protein−alanine acetyltransferase: DVU1678−0.38
hypothetical protein: DVU2648−0.45
hypothetical protein: DVU2651−0.61

3'− 5' exonuclease domain protein: DVU1082−1.11
hypothetical protein: DVU2919−1.11
hypothetical protein: DVU1966−2.47
hypothetical protein: DVU1859−2.74
hypothetical protein: DVU3146−3.08
hypothetical protein: DVU1393−3.98

[3−hydroxymyristoyl] N−acetylglucosamine deacetylase: DVU2917−5.02
hypothetical protein: DVU2265−5.09

ISDvu5, transposase: DVU2017−6.22
hypothetical protein: DVU0781−7.26
hypothetical protein: DVU0782−7.26
hypothetical protein: DVU0783−7.26
hypothetical protein: DVU2652−8.57
hypothetical protein: DVU2653−8.57
hypothetical protein: DVU1965−8.93

transcriptional regulator, rrf2 protein, putative: DVU1964−10.50
log10(P) upstream meme1 2 log10(P.clust)=−3.97; 23 seqs; 20 uniq

c(0.5, 2.5)
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