Cluster: 0218 dvu; resid: 0.35; r/c: 13/366
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l0g10(P) upstream mame log10(P.clust)=-3.06; 13 seqs; 10 uniq
-9.03 peptidase/PDZ domdM Protein: DVU1468
-8.11 PEfital SAM domain protein: DVU0857
-5.89 BN hypothetical protein: DVU0994
-4.91 nitrogen fixatioMtein nifu: DVU0665
-4.91 cysteinB8Yhthase A: DVU0663
~2.75 ———————protein—glutamate-methylesterase-GheB:[DVU2078
-1.73 —— chaperonin, 10 kDa:! DVU1977
-1.73 —y— chaperonin GroEL: DVU1976
-0.38 _-_saﬂsery-burl'nshdme-klﬂase’_
-0.12 heat shock protein GrpE: DVU0812
. -0.12 dnaK protein: DVU0811
-0.07 heat shock-protein-90: DVU2643
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