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Cluster: 0216 dvu; resid: 0.60; r/c: 21/369

x.range

upstream meme PSSM #1; e=2e−12
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upstream meme PSSM #2; e=36
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NLP/P60 family protein: DVU3188−0.03
pyridoxal phosphate biosynthetic protein PdxA: DVU2241−0.06

isochorismatase family protein: DVU0033−0.70
hypothetical protein: DVU2407−0.75
hypothetical protein: DVU0943−3.64

23S rRNA (uracil−5−)−methyltransferase RumA: DVU0924−3.91
hypothetical protein: DVU2248−4.16
hypothetical protein: DVU0024−4.50

cytochrome d ubiquinol oxidase, subunit II: DVU3270−5.14
cytochrome d ubiquinol oxidase, subunit I: DVU3271−5.14

thiol peroxidase: DVU1228−6.45
tor, ArsR family/methyltransferase, UbiE/COQ5 family: DVU0606−6.77

S−adenosyl−L−homocysteine hydrolase: DVU0607−6.77
rubrerythrin, putative: DVU2318−7.26

rubredoxin−like protein: DVU3093−7.53
rubrerythrin: DVU3094−7.53

transcriptional regulator, Fur family: DVU3095−7.53
hypothetical protein: DVU1170−7.57

5,10−methylenetetrahydrofolate reductase: DVU0997−7.81
hypothetical protein: DVU0772−8.23

antioxidant, AhpC/Tsa family: DVU2247−9.87
log10(P) upstream meme1 2 log10(P.clust)=−5.30; 21 seqs; 17 uniq

c(0.5, 2.5)
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