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Cluster: 0215 dvu; resid: 0.55; r/c: 30/368

x.range

upstream meme PSSM #1; e=5

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=390

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6
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DVU2659

DVU2658

hsdMDVU1708 DVU2657

hpt

DVU0832

rluB

DVU2941
glnB−1

DVU1578DVU1877

ppiB−2

DVU2527

DVU2206

DVU0702

DVU0716
DVU0715

DVU2940DVU0023

DVU0225

DVU0745

DVU1225

DVU1354DVU2235

DVU2308

DVU2778

DVU0965

DVU1006
DVU1177

string
operons −200 −100 −1

polysaccharide deacetylase family protein: DVU1877−0.01
tetrapyrrole methylase family protein: DVU0832−0.02

hypothetical protein: DVU0023−0.11
peptidyl−prolyl cis−trans isomerase B: DVU1873−0.20

hypothetical protein: DVU0225−0.27
hypothetical protein: DVU1006−0.33
hypothetical protein: DVU1354−0.36
hypothetical protein: DVU0965−0.44
hypothetical protein: DVU2206−0.60
hypothetical protein: DVU1225−0.95
hypothetical protein: DVU1177−1.08
hypothetical protein: DVU2941−1.16
hypothetical protein: DVU2940−1.16

cytochrome c family protein: DVU0702−1.40
conserved hypothetical protein TIGR00022: DVU2308−1.74

C transporter, periplasmic substrate−binding protein: DVU0745−5.35
6−pyruvoyl tetrahydrobiopterin synthase, putative: DVU2657−5.45

hypothetical protein: DVU2658−5.45
exsB protein: DVU2659−5.45

hypothetical protein: DVU1708−5.62
type I restriction−modification system, M subunit: DVU1709−5.62

TPR domain protein: DVU1578−5.95
hypoxanthine phosphoribosyltransferase: DVU1588−5.95

hypothetical protein: DVU2235−6.01
nitrogen regulatory protein P−II: DVU1232−6.44

transcriptional regulator, putative: DVU2527−7.08
hain amino acid ABC transporter, ATP binding protein: DVU0715−7.30

hain amino acid ABC transporter, ATP−binding protein: DVU0716−7.30
ribosomal large subunit pseudouridine synthase B: DVU1669−7.83

hypothetical protein: DVU2778−9.58
log10(P) upstream meme1 2 log10(P.clust)=−3.54; 30 seqs; 25 uniq

c(0.5, 2.5)
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