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Cluster: 0214 dvu; resid: 0.51; r/c: 27/359

x.range

upstream meme PSSM #1; e=180

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=18

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU3196

DVU3195

DVU2666

pstC
DVU3147

cheV−2

DVU2844
DVU2843

DVU0229

DVU0297

DVU0666

DVU0940

DVU1989

DVU2825DVU3145

DVU0372

cobB−1

DVU0546

DVU0620

DVU1739

DVU1825

lnt

DVU2257

DVU2391

DVU2584

DVU2761

DVU3023 string
operons −200 −100 −1

hypothetical protein: DVU2761−0.05
hypothetical protein: DVU0372−0.20

phosphate ABC transporter, permease protein PstC: DVU2478−0.26
amidohydrolase family protein: DVU1825−0.32

hypothetical protein: DVU2391−0.37
hypothetical protein: DVU2257−0.51

hosphate ABC transporter, permease protein, putative: DVU2666−0.52
transporter, CorA family: DVU2584−0.68

chemotaxis protein CheV: DVU0652−0.71
hydrogenase, b−type cytochrome subunit, putative: DVU3145−0.71

hypothetical protein: DVU0229−0.94
pyruvate formate−lyase 1 activating enzyme, putative: DVU2825−0.98

hypothetical protein: DVU0297−1.19
GGDEF domain protein: DVU0940−1.28

sigma−54 dependent DNA−binding response regulator: DVU3023−1.33
cobyrinic acid a,c−diamide synthase: DVU0405−1.76

apolipoprotein N−acyltransferase: DVU1860−3.14
hypothetical protein: DVU0546−3.15
hypothetical protein: DVU1989−3.56

6−phosphofructo−2−kinase/fructose−2, 6−biphosphatase: DVU3147−3.59
DNA mismatch endonuclease Vsr, putative: DVU2843−4.47

hypothetical protein: DVU2844−4.47
HD domain protein: DVU0666−5.18

hypothetical protein: DVU1739−5.28
lipoprotein, putative: DVU3195−5.97

translocation pathway signal sequence domain protein: DVU3196−5.97
endoribonuclease, L−PSP family: DVU0620−12.10

log10(P) upstream meme1 2 log10(P.clust)=−2.54; 27 seqs; 25 uniq
c(0.5, 2.5)
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