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Cluster: 0211 dvu; resid: 0.53; r/c: 31/363

x.range

upstream meme PSSM #1; e=1.3
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x.range

y.
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e

upstream meme PSSM #2; e=2.9e+04

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU0032
DVU0031

DVU2479
pstS

aspB
DVU3014

DVU3361

DVU3360

escJ

ungDVU3284DVU0814

DVU0655

DVU0982

DVU2824
DVU2822

DVU3219

DVUA0114

DVU1188

DVU1445

DVU2419

DVU0647

DVU0757

DVU0978DVU1401

DVU1437DVU1938

DVU3073DVU3209

DVUA0086

DVUA0097

string
operons −200 −100 −1

TRAP transporter solute receptor DctP: DVU2822−0.10
formate acetyltransferase: DVU2824−0.10

L−lactate permease: DVU3284−0.15
hypothetical protein: DVUA0114−0.21

nsporter, periplasmic phosphate−binding protein PstS: DVU2477−0.22
hosphate ABC transporter, permease protein, putative: DVU2479−0.22

hypothetical protein: DVU0757−0.29
uracil−DNA glycosylase: DVU0393−0.36

ter, periplasmic substrate−binding protein, putative: DVU0978−0.44
PHP domain protein: DVU0655−0.52

aspartate aminotransferase: DVU3223−0.55
response regulator: DVUA0086−1.01

radical SAM domain protein: DVUA0097−1.23
flagellar hook−length control domain protein: DVU1445−1.32

hypothetical protein: DVU1401−1.33
hypothetical protein: DVU3219−1.65
AzlC family protein: DVU0031−1.82

hypothetical protein: DVU0032−1.82
hypothetical protein: DVU1437−1.99

type III secretion lipoprotein: DVUA0117−2.19
hypothetical protein: DVU3209−2.37

asparagine synthetase, glutamine−hydrolyzing: DVU3014−2.78
hypothetical protein: DVU2419−3.65
hypothetical protein: DVU3073−3.95
hypothetical protein: DVU1938−4.02
hypothetical protein: DVU0982−4.26
hypothetical protein: DVU1188−5.57

bacterioferritin comigratory protein, putative: DVU0814−5.97
ADP−heptose synthase, putative: DVU3361−6.26

ParB family protein: DVU3360−6.26
 periplasmic iron compount−binding protein, putative: DVU0647−6.47

log10(P) upstream meme1 2 log10(P.clust)=−2.23; 31 seqs; 27 uniq
c(0.5, 2.5)
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