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Cluster: 0210 dvu; resid: 0.34; r/c: 11/373

x.range

upstream meme PSSM #1; e=200

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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upstream meme PSSM #2; e=5e+03
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HAMP domain protein: DVU2637−0.18

hypothetical protein: DVU2161−0.45

hypothetical protein: DVU1829−0.54

hypothetical protein: DVU0365−0.59

5−formyltetrahydrofolate cyclo−ligase family protein: DVU0366−0.59

hypothetical protein: DVU2786−0.83

hypothetical protein: DVU2599−1.42

response regulator: DVU2578−6.02

hypothetical protein: DVU1152−6.17

hypothetical protein: DVU2266−6.71

hypothetical protein: DVU1710−7.00

log10(P) upstream meme1 2 log10(P.clust)=−2.77; 11 seqs; 10 uniq
c(0.5, 2.5)
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