
100 200 300 400 500 600 700

−
4

−
2

0
2

4

Cluster: 0209 dvu; resid: 0.32; r/c: 13/370

x.range

upstream meme PSSM #1; e=5.3e+03
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upstream meme PSSM #2; e=5.1e+03
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string
operons −200 −100 −1

peptide methionine sulfoxide reductase MsrA: DVU1984−0.48

heat−inducible transcription repressor HrcA: DVU0813−0.77

nitrogen fixation protein nifU: DVU0665−0.87

hypothetical protein: DVU0572−0.90

mercuric transport protein periplasmic component: DVU2325−1.07

lipoprotein, putative: DVU2497−1.47

methionine sulfoxide reductase B: DVU0576−1.67

transcriptional regulator, GntR family: DVU2086−2.06

ATP−dependent Clp protease adaptor protein ClpS: DVU1601−5.43

flagellar basal−body rod protein, putative: DVU2893−5.68

dafA protein: DVU1875−5.75

dnaJ protein, putative: DVU1876−5.75

thioredoxin reductase, putative: DVU1457−6.49

log10(P) upstream meme1 2 log10(P.clust)=−2.95; 13 seqs; 12 uniq
c(0.5, 2.5)
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