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Cluster: 0208 dvu; resid: 0.51; r/c: 17/361

x.range

upstream meme PSSM #1; e=1e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=830
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DVU2064

DVU2063

DVU2774
argF

uvrA
DVU0522

DVU0861

DVU0422

DVU1117

DVU1938

DVU2039

DVU2069

DVU2579

DVU3276DVU0018

DVU1032

DVU2135

string
operons −200 −100 −1

hypothetical protein: DVU1938−0.14

glycosyl transferase, group 1 family protein: DVU0861−0.52

ferredoxin I: DVU3276−0.99

sensory box/GGDEF domain/EAL domain protein: DVU0422−1.19

ornithine carbamoyltransferase: DVU1096−1.21

excinuclease ABC, A subunit: DVU1987−1.30

methyl−accepting chemotaxis protein, putative: DVU0018−1.33

oxidoreductase, 2−nitropropane dioxygenase family: DVU2064−1.47

hypothetical protein: DVU2063−1.47

DNA processing protein DprA, putative: DVU2069−2.34

TPR domain protein: DVU2579−3.39

hypothetical protein: DVU1032−3.50

hypothetical protein: DVU2039−4.31

CBS domain protein/ACT domain protein: DVU2774−4.62

flagellar assembly protein FliW: DVU0522−4.88

hypothetical protein: DVU2135−5.91

hypothetical protein: DVU1117−6.51

log10(P) upstream meme1 2 log10(P.clust)=−2.65; 17 seqs; 16 uniq
c(0.5, 2.5)
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