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Cluster: 0201 dvu; resid: 0.50; r/c: 18/367

x.range

upstream meme PSSM #1; e=1.9e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1e+04

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

DVU2547

DVU0655

DVU2549

DVU2550

DVU1437

DVU3213

DVUA0097

DVU0069

DVU0256

hup−1

DVU0803

DVU0963 DVU1030

DVU1410

DVU1438

DVU2005

DVU2894

kdpC

string
operons −200 −100 −1

radical SAM domain protein: DVUA0097−0.03

sensor histidine kinase: DVU0803−0.20

ATP−dependent RNA helicase, DEAD/DEAH box family: DVU0256−0.30

universal stress protein family: DVU1030−0.39

sigma−54 dependent transcriptional regulator: DVU2894−0.63

K+−transporting ATPase, C subunit: DVU3337−0.74

hypothetical protein: DVU3213−1.05

hypothetical protein: DVU1437−1.09

hypothetical protein: DVU2005−2.19

cobyrinic acid a,c−diamide synthase family protein: DVU1438−2.43

7−cyano−7−deazaguanine reductase: DVU0963−2.56

hypothetical protein: DVU0069−2.98

hypothetical protein: DVU1410−3.58

PHP domain protein: DVU0655−5.40

DNA−binding protein HU: DVU0396−6.15

transcriptional regulator, putative: DVU2547−7.80

hypothetical protein: DVU2549−7.80

hypothetical protein: DVU2550−7.80

log10(P) upstream meme1 2 log10(P.clust)=−2.95; 18 seqs; 17 uniq
c(0.5, 2.5)
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