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Cluster: 0200 dvu; resid: 0.41; r/c: 17/373

x.range

upstream meme PSSM #1; e=0.037

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15

x.range
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upstream meme PSSM #2; e=3

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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DVUA0062

DVUA0060
DVUA0059DVUA0058

DVUA0063DVUA0055
DVUA0040

DVUA0048
DVUA0045

DVUA0057

DVUA0047

DVU2457

DVU0086
DVU2458

DVU3105

DVUA0141

DVUA0146

string
operons −200 −100 −1

polysaccharide biosynthesis protein, putative: DVUA0040−1.40

aminotransferase, DegT/DnrJ/EryC1/StrS family: DVUA0045−1.40

exopolysaccharide production protein, putative: DVUA0048−1.40

hypothetical protein: DVUA0047−1.40

hypothetical protein: DVU2458−2.12

hypothetical protein: DVUA0141−2.14

hypothetical protein: DVUA0055−2.19

endent transcriptional regulator/response regulator: DVUA0057−2.19

BNR/Asp−box repeat protein: DVUA0058−2.19

hypothetical protein: DVUA0059−2.19

hypothetical protein: DVUA0060−2.19

hypothetical protein: DVUA0062−2.19

Orn/DAP/Arg family decarboxylase: DVUA0063−2.19

hypothetical protein: DVUA0146−2.78

hypothetical protein: DVU2457−8.94

hypothetical protein: DVU0086−11.36

hypothetical protein: DVU3105−11.36

log10(P) upstream meme1 2 log10(P.clust)=−3.51; 17 seqs; 8 uniq
c(0.5, 2.5)
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