
100 200 300 400 500 600 700

−
4

−
2

0
2

4

Cluster: 0193 dvu; resid: 0.46; r/c: 19/372

x.range

upstream meme PSSM #1; e=3.7e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=600

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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DVU0494
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DVU2326
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DVU0514
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DVU3387

DVUA0092

string
operons −200 −100 −1

hypothetical protein: DVU2549−0.12
hypothetical protein: DVU2550−0.12

nternalization−related competence protein ComEC/Rec2: DVU3257−0.26
C transporter, periplasmic substrate−binding protein: DVU3162−0.31

acetyltransferase, GNAT family: DVU2217−0.71
hypothetical protein: DVUA0092−0.78

aminotransferase, class V: DVU0494−1.08
methyl−accepting chemotaxis protein: DVU3082−2.49
phosphoribosylamine−−glycine ligase: DVU0488−2.74

hypothetical protein: DVU0069−3.69
cerol−3−phosphate dehydrogenase, A subunit, putative: DVU1940−4.08

HAD−superfamily hydrolase, subfamily IIA: DVU1941−4.08
hypothetical protein: DVU1957−4.09

ATP−dependent Clp protease, ATP−binding subunit ClpA: DVU1602−4.29
FlgA family protein: DVU0514−4.67

hypothetical protein: DVU3387−5.26
hypothetical protein: DVU2326−5.93

flagellar basal body rod protein FlgB: DVU0316−8.19
methyl−accepting chemotaxis protein: DVU0668−8.87

log10(P) upstream meme1 2 log10(P.clust)=−3.25; 19 seqs; 17 uniq
c(0.5, 2.5)
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