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Cluster: 0192 dvu; resid: 0.54; r/c: 37/358
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string
operons −200 −100 −1

hypothetical protein: DVU2895−0.19
ABC transporter, permease protein, putative: DVUA0023−0.27

hypothetical protein: DVUA0021−0.27
hypothetical protein: DVU2976−0.30

oxidoreductase, FAD/NAD−binding family: DVU2360−0.36
6−phosphofructo−2−kinase/fructose−2, 6−biphosphatase: DVU3147−0.46

rhodanese−like domain protein: DVU3037−0.50
hypothetical protein: DVU1986−0.58

4−alpha−glucanotransferase: DVU3148−0.64
AhpC/TSA family protein: DVU3077−0.78

molybdenum cofactor biosynthesis protein A: DVU0580−0.82
ginine N−succinyltransferase, beta subunit, putative: DVU1592−0.92

chemotaxis protein CheA: DVU1594−0.92
protein−glutamate methylesterase CheB: DVU1596−0.92

sensor histidine kinase/response regulator: DVU2968−0.93
hypothetical protein: DVU1396−0.98

sensory box histidine kinase: DVU1958−1.03
carbohydrate phosphorylase family protein: DVU2349−1.27

heat shock protein, Hsp20 family: DVU1471−1.39
ATP−dependent protease, putative: DVU1472−1.39

L−lactate dehydrogenase: DVU0600−1.43
ydrogenase, alpha subunit, selenocysteine−containing: DVU2482−1.71

ADP−ribosylglycohydrolase family protein: DVU3282−2.01
mercuric reductase, putative: DVU1037−2.12

DHH family protein: DVU0456−2.17
Hpt domain protein: DVU1420−2.45

4−oxalocrotonate tautomerase family protein: DVU2421−2.63
nitroreductase family protein: DVU2422−2.63

malate synthase G: DVU0701−3.16
catalase: DVUA0091−3.26

hypothetical protein: DVU3217−3.28
acetolactate synthase, small subunit: DVU0626−3.28

phosphotransbutyrylase: DVU0627−3.28
ogenase family protein/molybdopterin binding protein: DVU0175−3.77

hypothetical protein: DVU1413−4.86
putative glutamate synthase subunit beta: DVU1613−5.38

iron−sulfur cluster−binding protein: DVU1614−5.38
log10(P) upstream meme1 2 log10(P.clust)=−1.83; 37 seqs; 30 uniq

c(0.5, 2.5)
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