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Cluster: 0190 dvu; resid: 0.42; r/c: 21/371

x.range

upstream meme PSSM #1; e=6.4e−07

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.7

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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DVU1948
DVU1947

DVU0561

DVU0560

DVU0556
DVU0555

DVU0554DVU2010DVU0562DVU0559

DVU2175

DVU1167

DVU1166DVU2174

DVU0557

DVU0371
DVU0558

DVU1147

DVU1152

DVU1692

DVU2177

string
operons −200 −100 −1

DVU0557NA
adenine specific DNA methyltransferase, putative: DVU2175−1.94

hypothetical protein: DVU2174−1.94
hypothetical protein: DVU1152−2.58

e ferredoxin oxidoreductase, gamma subunit, putative: DVU1947−3.00
hypothetical protein: DVU1948−3.00
lipoprotein, putative: DVU0559−3.67
hypothetical protein: DVU0371−3.83
hypothetical protein: DVU0560−4.21

glycosyl transferase, group 1 family protein: DVU0561−4.21
ISD1, transposase OrfA: DVU0562−4.21

hypothetical protein: DVU2177−4.31
alginate o−acetyltransferase AlgI, putative: DVU1147−4.81

NAD−dependent epimerase/dehydratase family protein: DVU0554−5.02
hypothetical protein: DVU0555−5.02

ISDvu3, transposase OrfA: DVU0556−5.02
hypothetical protein: DVU0558−5.34
hypothetical protein: DVU1692−5.55

ISD1, transposase OrfB: DVU2010−6.08
hypothetical protein: DVU1166−8.68
hypothetical protein: DVU1167−8.68

log10(P) upstream meme1 2 log10(P.clust)=−4.55; 21 seqs; 15 uniq
c(0.5, 2.5)
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