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Cluster: 0188 dvu; resid: 0.55; r/c: 25/364

x.range

upstream meme PSSM #1; e=30
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x.range

y.
ra

ng
e

upstream meme PSSM #2; e=4.3e+04
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DVU1625

kdsA

rplI

rpsR

DVU1022

DVU1021

dnaB

dnaA−2

ffh
trmD

rpmG

aspS
glmM

DVU3070

DVU1455

DVU3274

DVU2903

fbp

DVU3207

DVU3071

DVU1627

DVU1635
DVU0274DVU0950

DVU2522

string
operons −200 −100 −1

50S ribosomal protein L33: DVU2921−0.01
hypothetical protein: DVU3274−0.38

30S ribosomal protein S18: DVU0957−0.71
50S ribosomal protein L9: DVU0958−0.71
replicative DNA helicase: DVU0959−0.71

aspartyl−tRNA synthetase: DVU3367−0.83
tRNA (guanine−N1)−methyltransferase: DVU0836−0.83

signal recognition particle protein: DVU0840−0.83
hypothetical protein: DVU1455−0.94
hypothetical protein: DVU2522−1.02

RNB−like family protein: DVU3207−1.15
HD domain protein: DVU2903−1.24

hypothetical protein: DVU0950−1.24
fructose−1,6−bisphosphatase: DVU1841−1.26

hypothetical protein: DVU0274−1.29
2−dehydro−3−deoxyphosphooctonate aldolase: DVU1624−2.90

phosphatase, YrbI family: DVU1625−2.90
phosphoglucosamine mutase: DVU1282−4.97

hypothetical protein: DVU3070−5.74
tase, FAD/iron−sulfur cluster−binding domain protein: DVU3071−5.74

hypothetical protein: DVU1021−6.24
SUF system FeS assembly ATPase SufC, putative: DVU1022−6.24

ABC transporter, ATP−binding protein: DVU1627−6.34
hypothetical protein: DVU1635−6.34

chromosomal replication initiator protein DnaA: DVU2252−7.36
log10(P) upstream meme1 2 log10(P.clust)=−2.72; 25 seqs; 18 uniq

c(0.5, 2.5)
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