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Cluster: 0187 dvu; resid: 0.42; r/c: 19/366

x.range

upstream meme PSSM #1; e=110
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x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.1e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU1351

DVU1020
DVU1019

DVUA0068
DVUA0067

DVU1480

DVU1859

DVU1966

DVU2114

DVU2128

DVU2392

DVU0669

miaA

DVU1688 DVU2409
DVU2569

DVU3080

DVUA0017

string
operons −200 −100 −1

membrane protein, MarC family: DVU1351−0.05
hypothetical protein: DVU0669−0.18

rial extracellular solute−binding proteins, family 3: DVU2409−0.29
peptidyl−prolyl cis−trans isomerase, FKBP−type: DVU2569−0.67

hypothetical protein: DVU1480−1.96
tRNA delta(2)−isopentenylpyrophosphate transferase: DVU1533−2.97

type III secretion chaperone, CesT family: DVU2392−3.06
hypothetical protein: DVUA0067−3.08
hypothetical protein: DVUA0068−3.08

hypothetical protein: DVU1859−3.76
hypothetical protein: DVU1966−3.80

yl−sn−glycerol−3−phosphate acyltransferase, putative: DVU1688−3.85
pendent transcriptional regulator/response regulator: DVU2114−4.03

hypothetical protein: DVU2128−4.06
lipid A disaccharide synthase: DVU1361−4.54

transcriptional regulator, putative: DVU3080−5.46
hypothetical protein: DVU1019−5.64

HD domain/sensory box protein: DVU1020−5.64
hypothetical protein: DVUA0017−6.68

log10(P) upstream meme1 2 log10(P.clust)=−3.31; 19 seqs; 17 uniq
c(0.5, 2.5)
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