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Cluster: 0182 dvu; resid: 0.37; r/c: 13/366

x.range

upstream meme PSSM #1; e=120
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x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.3e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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C4−type zinc finger protein, DksA/TraR family: DVU0039−1.89

hypothetical protein: DVU1713−2.15

hypothetical protein: DVU1112−2.60

hypothetical protein: DVU2692−2.62

hypothetical protein: DVU2691−2.62

hypothetical protein: DVU3370−3.60

bacteriophage transposase A protein: DVU2688−3.85

bacteriophage DNA transposition B protein: DVU2689−3.85

hypothetical protein: DVU2690−3.85

TRAP transporter, DctQ subunit: DVU0010−4.36

hypothetical protein: DVU2710−5.08

hypothetical protein: DVU2714−5.08

hypothetical protein: DVU2715−5.08

log10(P) upstream meme1 2 log10(P.clust)=−3.59; 13 seqs; 8 uniq
c(0.5, 2.5)

11
 M

ar
 0

2 
17

:3
7:

51
 it

er
=

16
99

cM
on

ke
y 

V
er

si
on

 4
.8

.2
 d

vu


