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Cluster: 0181 dvu; resid: 0.47; r/c: 29/361

x.range

upstream meme PSSM #1; e=570
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x.range

y.
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e

upstream meme PSSM #2; e=13

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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DVU0346DVU0126

DVU3043

DVU3040
DVU0009

DVU0067

DVU0102

DVU0308pabB

DVU1037

DVU1683 DVU2358

DVU2730

livH

DVU2761

DVU2871

DVU3081

nhaC−2

DVU3267

DVU0249

DVU0324

purN mviN−1

DVU1604

DVU1662

DVU1744
DVU2618

DVU2787 DVU2823

string −200 −100 −1
hypothetical protein: DVU27870.00

cation ABC transporter, periplasmic binding protein: DVU0102−0.00
TRAP transporter, DctM subunit: DVU0009−0.03

ABC transporter, ATP−binding protein: DVU0126−0.09
hypothetical protein: DVU0324−0.19
hypothetical protein: DVU0249−0.38
hypothetical protein: DVU0067−0.45
hypothetical protein: DVU1604−0.45
permease, putative: DVU1662−0.66
hypothetical protein: DVU2358−0.81

para−aminobenzoate synthase, component I: DVU0363−1.05
mercuric reductase, putative: DVU1037−1.17

Na+/H+ antiporter NhaC: DVU3108−1.20
hypothetical protein: DVU2618−1.33
hypothetical protein: DVU2761−1.44

integral membrane protein MviN: DVU1173−1.49
hypothetical protein: DVU0346−1.50
hypothetical protein: DVU3081−1.57

minor capsid protein C: DVU2871−1.86
hypothetical protein: DVU3267−1.96

phosphoribosylglycinamide formyltransferase: DVU0736−2.20
hypothetical protein: DVU3043−2.26

tail fiber protein, putative: DVU2730−2.28
TRAP transporter, DctMQ subunit: DVU2823−2.42

hypothetical protein: DVU3040−2.63
ed−chain amino acid ABC ransporter, permease protein: DVU2743−6.18

hypothetical protein: DVU0308−6.31
hypothetical protein: DVU1683−6.35

DNA−binding protein: DVU1744−7.89
log10(P) upstream meme1 2 log10(P.clust)=−1.94; 29 seqs; 29 uniq

c(0.5, 2.5)
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