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Cluster: 0180 dvu; resid: 0.43; r/c: 20/366

x.range

upstream meme PSSM #1; e=810
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upstream meme PSSM #2; e=2.6e+04
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DVU0353

spsF

glnS

ileS
gcvPB

DVU0495

trpS

DVU3198

DVU1185
hisB

purB

DVU2757

DVU3006

DVU1039

DVU0338

DVU2210 DVU2575

DVU2892

DVU3167

DVU0653

string
operons −200 −100 −1

radical SAM domain protein: DVU2757−1.33
isoleucyl−tRNA synthetase: DVU1927−1.51

adenylosuccinate lyase: DVU2942−2.09
TPR domain protein: DVU2210−2.16
hypothetical protein: DVU0495−2.19

glutaminyl−tRNA synthetase: DVU2951−2.35
tryptophanyl−tRNA synthetase: DVU0142−2.52

lipoprotein, putative: DVU1039−2.67
imidazoleglycerol−phosphate dehydratase: DVU1040−2.67

anscriptional regulator, putative/response regulator: DVU0653−2.97
heme biosynthesis protein, putative: DVU3167−3.26

hydrolase, haloacid dehalogenase−like family: DVU0338−3.26
ide biosynthesis protein/methyltransferase, putative: DVU3006−3.31

hypothetical protein: DVU2892−3.74
colicin V production family protein: DVU1185−3.77

peptidase, M20/M25/M40 family: DVU2575−3.94
glycine dehydrogenase subunit 2: DVU1424−4.03

DNA polymerase III, gamma and tau subunits, putative: DVU3198−4.24
spore coat polysaccharide biosynthesis protein spsF: DVU0350−5.01

alcohol dehydrogenase, iron−containing: DVU0353−5.01
log10(P) upstream meme1 2 log10(P.clust)=−3.10; 20 seqs; 18 uniq

c(0.5, 2.5)
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