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Cluster: 0179 dvu; resid: 0.57; r/c: 31/367

x.range

upstream meme PSSM #1; e=94

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=220

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

DVU3395

DVU2672

DVU2297

rpsO

DVU2669

DVU1086

pstB−1

DVU1333DVU1331

DVU2653

DVU2652

DVU0269

DVU1154

DVU1256

cynT
cheY−2

cooS

DVU0065

DVU0354
DVU0455

DVU0602

DVU1010

DVU1759

DVU1971

DVU2181

DVU2208

DVU2214
DVU2267

DVU2738

folC

DVUA0085

string
operons −200 −100 −1

hypothetical protein: DVU0065−0.00
hypothetical protein: DVU2669−0.03
hypothetical protein: DVU0354−0.06
hypothetical protein: DVU0455−0.12

methyl−accepting chemotaxis protein: DVU2738−0.13
hypothetical protein: DVUA0085−0.15

hypothetical protein: DVU1010−0.15
hypothetical protein: DVU1086−0.18
hypothetical protein: DVU2267−0.25

peptidase, M23/M37 family: DVU3395−0.28
carbon monoxide dehydrogenase: DVU2098−0.28

hypothetical protein: DVU2672−0.29
hypothetical protein: DVU2214−0.33

heptosyltransferase family protein: DVU1256−0.34
hypothetical protein: DVU2208−0.47

proline ABC transporter, periplasmic−binding protein: DVU2297−0.52
hypothetical protein: DVU1971−0.58

folylpolyglutamate synthase: DVU2882−0.66
antirepressor, putative: DVU2181−0.66

transcriptional regulator, LysR family: DVU1331−0.97
hypothetical protein: DVU1333−0.97
carbonic anhydrase: DVU1777−1.11

chemotaxis protein CheY: DVU2073−1.14
hypothetical protein: DVU1154−1.48

30S ribosomal protein S15: DVU0504−1.49
phosphate ABC transporter, ATP−binding protein: DVU1084−3.49

molybdenum−binding protein, HTH domain: DVU1759−5.81
transcriptional regulator, rrf2 protein, putative: DVU0269−6.83

hypothetical protein: DVU0602−12.48
hypothetical protein: DVU2652−19.68
hypothetical protein: DVU2653−19.68

log10(P) upstream meme1 2 log10(P.clust)=−2.60; 31 seqs; 30 uniq
c(0.5, 2.5)
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