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Cluster: 0178 dvu; resid: 0.54; r/c: 10/363

x.range

upstream meme PSSM #1; e=5.1e+03
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upstream meme PSSM #2; e=6.8e+03
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string −200 −100 −1

hypothetical protein: DVU21380.00

uanine dinucleotide biosynthesis protein B, putative: DVU0589−0.02

TPR domain protein: DVU3272−0.04

HDIG domain protein: DVU0491−0.04

 transporter, periplasmic amino acid−binding protein: DVU2342−0.26

hypothetical protein: DVUA0085−0.78

cytochrome c553: DVU3041−0.99

hypothetical protein: DVU1221−1.16

peptidase, PfpI family: DVU1933−1.68

outer membrane lipoprotein carrier protein, putative: DVU1668−1.72

log10(P) upstream meme1 2 log10(P.clust)=−0.67; 10 seqs; 10 uniq
c(0.5, 2.5)
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