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Cluster: 0175 dvu; resid: 0.59; r/c: 32/373

x.range

upstream meme PSSM #1; e=130

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=7.8e+04

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16
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DVU2020DVU2019

DVU2763

DVU0902

DVU1222

DVU1218DVUA0028DVUA0027

DVU1032

DVU1159

hydC

DVU1991

DVU1999

DVU2005

DVU2431

dsvC

DVU2813

DVUA0026

DVU0137

DVU0493

ald

DVU1241

DVU1475

DVU1534

cyf

DVU1853

DVU2670

DVU2973

DVU3047

DVU3104

DVU3213

DVU3268 string
operons −200 −100 −1

hypothetical protein: DVU1218−0.01
hypothetical protein: DVU0137−0.10

aminotransferase, class IV: DVU3047−0.18
TPR/GGDEF domain protein: DVU2763−0.21

hypothetical protein: DVU3213−0.28
TPR domain protein: DVU0902−0.34
hypothetical protein: DVU1534−0.38

integration host factor, beta subunit: DVU2973−0.52
hypothetical protein: DVU1159−0.72
hypothetical protein: DVU1222−0.74
PhoU family protein: DVU1475−1.02
hypothetical protein: DVU2431−1.07
hypothetical protein: DVU2670−1.13
hypothetical protein: DVU1241−1.17

hypothetical protein: DVUA0026−1.24
cytochrome c−553: DVU1817−1.83

hypothetical protein: DVU0493−1.89
hypothetical protein: DVU1853−1.95

alanine dehydrogenase: DVU0571−2.03
hypothetical protein: DVU2019−2.43
hypothetical protein: DVU2020−2.43
hypothetical protein: DVU3268−2.56

hypothetical protein: DVUA0027−2.91
hypothetical protein: DVUA0028−2.98

hypothetical protein: DVU2813−3.65
hypothetical protein: DVU1032−4.00
hypothetical protein: DVU1991−4.85

peptidoglycan−associated lipoprotein, putative: DVU3104−5.91
[Fe] hydrogenase gamma: DVU1771−6.26

hypothetical protein: DVU2005−6.35
dissimilatory sulfite reductase, gamma subunit: DVU2776−7.38

sulfate transporter family protein: DVU1999−8.63
log10(P) upstream meme1 2 log10(P.clust)=−2.41; 32 seqs; 31 uniq

c(0.5, 2.5)
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