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Cluster: 0173 dvu; resid: 0.29; r/c: 9/369

x.range

upstream meme PSSM #1; e=38
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upstream meme PSSM #2; e=1.3e+04

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

●

●

●

●

●

●

●

●
●

DVU2495
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hypothetical protein: DVU0420−3.26

hypothetical protein: DVU2977−3.59

hydrolase, haloacid dehalogenase−like family: DVU2978−3.59

hydrolase, putative: DVU2975−4.34

hypothetical protein: DVU2282−4.40

peptidase, M48 family: DVU2494−4.75

thioesterase family protein: DVU2495−4.75

carboxynorspermidine decarboxylase: DVU0419−5.42

methionine sulfoxide reductase B: DVU0576−6.27

log10(P) upstream meme1 2 log10(P.clust)=−4.49; 9 seqs; 7 uniq
c(0.5, 2.5)
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