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Cluster: 0172 dvu; resid: 0.55; r/c: 28/367

x.range

upstream meme PSSM #1; e=0.013
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x.range
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upstream meme PSSM #2; e=0.78

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

●

●

●
●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

gmk
DVU0898

DVU0899
DVU3379

DVU1003
DVU1001

asdDVU0876

ispB

DVU0897

dnaE

glmS

DVU0697

DVU1000
DVU0495

argC

DVU0654

DVU2674

DVU3192
DVU1266

DVU2677

DVU1002

DVU3178

DVU1914

DVU1268

DVU1269

DVU0255

DVU1182

string
operons −200 −100 −1

hypothetical protein: DVU0255−0.00
propylmalate/homocitrate synthase family transferase: DVU1914−0.04

aspartate−semialdehyde dehydrogenase: DVU3048−0.12
te guanylyltransferase/mannose−6−phosphate isomerase: DVU0697−0.15

hypothetical protein: DVU3178−0.16
octaprenyl−diphosphate synthase: DVU3179−0.16

ribonucleotide−diphosphate reductase subunit alpha: DVU3379−0.19
metallo−beta−lactamase family protein: DVU0876−0.20

RNA modification enzyme, MiaB−family: DVU0897−0.21
hypothetical protein: DVU0898−0.21

guanylate kinase: DVU0900−0.21
hypothetical protein: DVU0899−0.21

−fructose−6−phosphate aminotransferase (isomerizing): DVU3156−0.29
peptidase, U32 family: DVU0654−0.37

glycosyl transferase, group 1 family protein: DVU3192−0.53
N−acetyl−gamma−glutamyl−phosphate reductase: DVU0492−1.09

hypothetical protein: DVU0495−1.09
sensor histidine kinase/response regulator: DVU2677−1.74

drogenase and fumarate reductase iron−sulfur protein: DVU2674−4.42
DNA polymerase III, alpha subunit: DVU1353−5.38

hypothetical protein: DVU1182−5.86
hypothetical protein: DVU1269−8.72
hypothetical protein: DVU1266−14.37
hypothetical protein: DVU1268−14.37

peptidase, M24 family: DVU1000−19.23
coenzyme A binding protein: DVU1001−19.23

hypothetical protein: DVU1002−19.23
dnaJ domain protein: DVU1003−19.23

log10(P) upstream meme1 2 log10(P.clust)=−4.89; 28 seqs; 20 uniq
c(0.5, 2.5)
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