Cluster: 0171 dvu; resid: 0.39; r/c: 13/370
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l0g10(P) upstream mame log10(P.clust)=—4.27; 13 segs; 13 uniq
-9.54 - hypothetical protein: DVU0817
-887  dTDP-4-dehydrorhamnose 3 5-epimerase: DVU0698
-8.85 ribonuclease P protein c8Mbonent: DVU1075
-5.23 — — hypothetical protein: DVU1301
-4.86 1SDviELiransposase Ort: [INEINE
-3.90 % hypothetical protein: DVU2220
-3.09 ———protein-L—isoaspartate-OLmethyltransferase:[DVU1849

-2.65 |_|—-_R'Pﬁ-bn'fdmg'preten-r_
-1.91 =g hypothetical-protein:[DVU2200
-1.00 —1 cation efflux family protein: DVU1778
-0.85 thioesterase-family-protein: DVU0886
-0.47 response regulator: DVU1427
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