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Cluster: 0169 dvu; resid: 0.56; r/c: 26/366

x.range

upstream meme PSSM #1; e=9.1e−06

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.00029

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

●
●

●
●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

ribE
ribH

fabH
fabF

ribD
acpP

fabG
DVU1202

glyA

leuS

DVU1194

DVU1784

DVU1781

DVU3176

DVU1780

DVU1785

DVU1891

rpmB

DVU1783DVU1782

DVU1210

DVU1003

DVU1002

rpmF

DVU1195

DVU3177

string
operons −200 −100 −1

UDP−glucose/GDP−mannose dehydrogenase family protein: DVU3176−4.61
hypothetical protein: DVU3177−4.61
hypothetical protein: DVU1002−4.73

dnaJ domain protein: DVU1003−4.73
hypothetical protein: DVU1891−6.11
hypothetical protein: DVU1780−13.51
hypothetical protein: DVU1781−13.51

iron−sulfur cluster−binding protein: DVU1782−13.51
cysteine−rich domain protein: DVU1783−13.51

eductase, short−chain dehydrogenase/reductase family: DVU1784−13.51
membrane protein, MarC family: DVU1785−13.51

hypothetical protein: DVU1194−17.29
riboflavin synthase, beta subunit: DVU1198−17.29
riboflavin synthase subunit alpha: DVU1200−17.29
serine hydroxymethyltransferase: DVU1203−17.29

3−oxoacyl−(acyl−carrier−protein) synthase II: DVU1204−17.29
acyl carrier protein: DVU1205−17.29

3−oxoacyl−(acyl−carrier−protein) reductase: DVU1206−17.29
ribosomal protein L32: DVU1209−17.29

50S ribosomal protein L28: DVU1211−17.29
lipoprotein, putative: DVU1195−17.29

leucyl−tRNA synthetase: DVU1196−17.29
riboflavin biosynthesis protein RibD: DVU1201−17.29

cytidine/deoxycytidylate deaminase family protein: DVU1202−17.29
3−oxoacyl−(acyl−carrier−protein) synthase III: DVU1207−17.29

hypothetical protein: DVU1210−17.29
log10(P) upstream meme1 2 log10(P.clust)=−14.05; 26 seqs; 7 uniq

c(0.5, 2.5)
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