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Cluster: 0162 dvu; resid: 0.57; r/c: 31/356

x.range

upstream meme PSSM #1; e=88
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upstream meme PSSM #2; e=3.6e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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selA

string
operons −200 −100 −1

terminase, large subunit, putative: DVU0194−0.03
acetyltransferase, GNAT family: DVU2970−0.28

hypothetical protein: DVU0154−0.51
fumarate hydratase: DVU0080−0.69

glycosyl transferase, group 2 family protein: DVU3013−0.82
hypothetical protein: DVU0127−0.90
hypothetical protein: DVU0346−0.94
hypothetical protein: DVU0859−0.94

sensory box histidine kinase: DVU3335−1.34
transferase, hexapeptide repeat family: DVU0347−1.37

hypothetical protein: DVU0740−1.40
cation ABC transporter, permease protein, putative: DVU0104−1.45

hydantoinase/oxoprolinase family protein: DVU0029−1.53
hypothetical protein: DVU0585−1.67
hypothetical protein: DVU1389−1.72
hypothetical protein: DVU0907−1.80

conserved hypothetical protein TIGR00257: DVU2315−1.80
amine oxidase, flavin−containing: DVU0295−1.93

sensory box histidine kinase/response regulator: DVU3022−1.94
hypothetical protein: DVU2619−2.10
hypothetical protein: DVU0077−2.35
hypothetical protein: DVU0844−2.75
hypothetical protein: DVU2866−2.92

holin: DVU2867−2.92
sigma−54 dependent transcriptional regulator: DVU0569−3.08

selenocysteine synthase: DVU2883−3.16
hypothetical protein: DVU0292−3.29

ABC transporter, ATP−binding protein: DVU0291−3.29
hypothetical protein: DVU0184−4.62
DNA polymerase IV: DVU0071−5.06

sensor histidine kinase: DVU0540−5.10
log10(P) upstream meme1 2 log10(P.clust)=−2.05; 31 seqs; 29 uniq

c(0.5, 2.5)
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