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Cluster: 0161 dvu; resid: 0.61; r/c: 25/360

x.range

upstream meme PSSM #1; e=1.6e+03
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upstream meme PSSM #2; e=2.4e+04
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DVU0485

DVU0038

dinP

DVU0971DVU2092

DVU1566

DVU2462

DVU1160

DVU2124DVU2123

DVU1159

DVU0089

DVU0213

DVU0435

DVU0455

DVU0804

DVU2361

DVU2629DVU2834

DVU3195

DVU3203

DVU0332

DVU0391

DVU1100

DVU2544 string
operons −200 −100 −1

urea transporter, putative: DVU1160−0.01
oligopeptide ABC transporter, permease protein: DVU2462−0.02

hypothetical protein: DVU1159−0.26
hypothetical protein: DVU0435−0.27
hypothetical protein: DVU2361−0.48
hypothetical protein: DVU0332−0.50

thiamine biosynthesis protein ThiF: DVU2092−0.58
hypothetical protein: DVU0089−0.79
DNA polymerase IV: DVU0071−0.97
hypothetical protein: DVU2123−1.01
hypothetical protein: DVU2124−1.01
lipoprotein, putative: DVU3195−1.44

molybdenum cofactor biosynthesis protein: DVU0971−1.52
acyltransferase domain protein: DVU0038−1.85

phosphoadenosine phosphosulfate reductase, putative: DVU1566−1.94
iron−sulfur cluster−binding protein: DVU2544−1.94

hypothetical protein: DVU0213−1.98
hypothetical protein: DVU0455−2.13
hypothetical protein: DVU2834−2.91

tail fiber protein, putative: DVU1100−3.63
hypothetical protein: DVU2629−4.80

DNA polymerase III, delta prime subunit, putative: DVU3203−4.85
hypothetical protein: DVU0391−5.45
hypothetical protein: DVU0485−6.08

pendent transcriptional regulator/response regulator: DVU0804−7.51
log10(P) upstream meme1 2 log10(P.clust)=−2.16; 25 seqs; 24 uniq

c(0.5, 2.5)
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