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Cluster: 0160 dvu; resid: 0.59; r/c: 21/365

x.range

upstream meme PSSM #1; e=16

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 15
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string
operons −200 −100 −1

serine/threonine protein kinase, putative: DVU0479−0.23
cobalamin−5−phosphate synthase: DVU0914−0.58

hypothetical protein: DVU0877−0.58
heptosyltransferase family protein: DVU1055−0.82

dehydrogenase, FMN−dependent family: DVU2784−0.88
transcriptional regulator, GntR family: DVU2785−0.88

hypothetical protein: DVU3130−0.95
transcriptional regulator, LysR family: DVU2111−0.96

hypothetical protein: DVU2751−0.96
hypothetical protein: DVU0617−1.28
hypothetical protein: DVU0178−1.62
hypothetical protein: DVU1659−1.89
hypothetical protein: DVU1111−2.03

MATE efflux family protein: DVU1217−2.53
phosphoenolpyruvate synthase−related protein: DVU3237−2.65

hypothetical protein: DVU3241−2.73
hypothetical protein: DVU2772−3.06

competence protein comM, putative: DVU0710−3.22
hypothetical protein: DVU0948−10.66
hypothetical protein: DVU0949−10.66
hypothetical protein: DVU0950−10.66

log10(P) upstream meme1 2 log10(P.clust)=−2.85; 21 seqs; 19 uniq
c(0.5, 2.5)
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