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Cluster: 0158 dvu; resid: 0.38; r/c: 13/369

x.range

upstream meme PSSM #1; e=2.7e+03
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upstream meme PSSM #2; e=2.9e+03
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clpX

clpB

ftsH

clpA

DVU0865

DVU2470

DVU0242

DVU2310

DVU0857

DVU0994

DVU1267

DVU0758

string
operons −200 −100 −1

hypothetical protein: DVU0758−0.02

SEC−C motif domain protein: DVU0242−0.73

cell division protein FtsH: DVU1278−0.82

membrane protein, putaive: DVU2470−1.39

ATP−dependent Clp protease, ATP−binding subunit ClpB: DVU1874−1.51

hypothetical protein: DVU0994−1.55

metallo−beta−lactamase family protein: DVU2310−1.79

radical SAM domain protein: DVU0857−1.88

ATP−dependent protease ATP−binding subunit: DVU1336−6.97

ATP−dependent protease La: DVU1337−6.97

hypothetical protein: DVU1267−6.98

ATP−dependent Clp protease, ATP−binding subunit ClpA: DVU1602−8.08

membrane−associated zinc metalloprotease, putative: DVU0865−8.30

log10(P) upstream meme1 2 log10(P.clust)=−3.61; 13 seqs; 12 uniq
c(0.5, 2.5)
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